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This poster provides an overview of the capabilities and functionality of Curators of FROG-kb have added new SNP panels, reference populations, ' Some of the updated features to the FROG-kb website are shown in the | IISNPs provide the ability to calculate random match probabilities for | PISNPs provide the ability to predict a visible trait for user-specified | Understanding and utilizing SNPs are important as a new area in the

the Forensic Research/Reference on Genetics knowledge base (FROG-kb) | and expanded existing SNP panels. Table 1 shows the new data additions | database’s Main Menu (Figure 1). The Main Menu allows easy navigation | user-specified genotypes. Figure 2 provides an overview of data entry | genotypes for the relevant SNPs. Figure 3 provides an overview of | forensic field, and FROG-kb serves to provide this to the community in a

as a resource to make allele frequency data for Single Nucleotide | to FROG-kb. Usage statistics of the database from May 2014 to May 2015 among menu options and is accessible from any page on the FROG-kb . and data computation for the KiddLab - 45 Unlinked [ISNPs. AISNPs data entry and data computation for the Kayser’s 6-plex for eye color user-friendly, free, and web-accessible resource. Curators of FROG-kb and
Polymorphisms (SNPs) and other genetic polymorphisms more useful in are shown in Table 2. The number of visitors are determined by the IP \ database. | provide the ability to calculate relative likelihoods of ancestry from | prediction - IrisPlex. The data shows the eye color predicted | the Forensic Technology Center of Excellence (FTCoE) have worked together
the forensic field. FROG-kb (http://frog.med.yale.edu/FrogKB) is an online | address, and a hit is considered a request for any file (e.g., page, image). different reference populations for user-specified genotypes. The probability for a Hungarian population. to increase awareness of FROG-kb, enhance website functionalities,

database that provides tools for comparing user-provided data with | Clicking the Documentation feature in the Main Menu opens an additional ' functionalities shown in Figure 2 for IISNPs are the same for AISNP | . and develop a user’s manual for step-by-step guidance for accessing,

underlying allele frequencies in populations, and it serves as a resource for set of option buttons for users to learn more about FROG-kb capabilities. data entry and data computation. Figure 3: Overview of PISNP data entry and data output. navigating, and searching FROG-kb.

teaching and research. Current SNP panels on FROG-kb include Individual Table 1: New data additions to FROG-kb. CB)Fe)Itci)(\)/\;vl\;ilgcr:nformatlon that can be found in each Documentation
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Interference (PISNPs). The data used in FROG-kb calculations derive from
the AL.IeIe ::IREq‘ge”Cz; [d)ata OasE, A%LFI:RFIDf(http.//aIfrsd.med.g;ls.edu), . B Functionalities: provides an overview for navigating through the SNP |
a cdon’ilrr]\ua y ul?c. ate I ata Offe or allele frequency data on SNFs o Kayser's set of 24 Ancestry | panel information, SNP panel example data, SNP panel data entry, and 7. References
dana otner genetic polymaorpnisms. Informative Markers : results of the data entry calculations. | Kg)(:sers 6-plex for eye color prediction - IrisPlex et oo of |
: : : ? . . . . . Walsh S, Liu F, Ballantyne KN, van Oven M, Lao O, Kayser M. "IrisPlex: a SNPs Navigate to i ) i ) ) .
SNPS can be valuable for investigative leads Wh.en known proﬁle% | ® Daniele Podini’s list of 32 B Pipeline: opens a graphical representation that illustrates the process KiddLab - 45 Unlinked lISNPs Setail overviow sensitive DNA tool for accurate prediction of biue and brown eye colour inthe ~ ALFRED | Rajeevan H, Soundararajan U, Pakstis AJ, Kidd KK. Introducing the Forensic
using Short Tandem Repeats (STRs) are not available and no hits in such : AISNPs ® Included calculations of likelihood | for inputting, searching, and retrieving data from FROG-kb (shown | AT S e R e L i R e R e (5 T e | Research/Reference on Genetics knowledge base, FROG-kb. Investigative
databases as the Combined DNA Index System (CODIS) are identified. The ¢ O]:/erlap set et for four more SNPs, bringing the ' below for ISNP [Figure 2] and PISNP [Figure 3]). ' A O 2 L D e P s s e | | Genetics. 3(18):1-8.(2012).
- At - - of AISNPs @ Nievergelt's set of 41 AIMs ’ c 5 | - - - - -
!nvestlgatlve Iead§ pr.oylded.by SNPS caninc ude ar.\cestry and Phenptype . J count to 29 | ® FAQ: presents answers to Frequently Asked Questions about FROG-kb | - | | Rajeevan H, Soundararajan U, Kidd JR, Pakstis AJ, Kidd KK. ALFRED: an allele
interference, and individual identification, all of which are provided in the e Kidd Lab set of 55 AISNPs | Z frequency resource for research and teaching. Nucleic Acids Res. 40:D1010-
FROG-kb database. This poster will provide the forensic community with | | B Manual: provides details on navigating, data entry, and searching the . D1015.(2012)
. ‘ . . | / / - Select t & ’ ’
an overview of FROG-kb; recent updates to the database, including data ¢ Q.la.gen Investigator DIPplex® | database. | L —— ) mo?iei’[??égtiwon | Ty e e T more Information
and website enhancements; and a visual on how to utilize FROG-kb. kit included s Resources: provides users with links (STR-and SNP-based) and ithins¥ ol il it in ALFRED
references to potentially relevant databases and sites. This page also | | ' Acknowledgments
lists poster presentations pertaining to FROG-kb that have been | o | '
- . ee the User’s — : _ . . .
o - | , Vo B This work is supported in part by grant 2014-DN-BX-K030 awarded
Table 2: General statistics from FROG-kb May 2014 to May 2015. presented at annual conferences and that are freely accessible to users. : Manualfor how | | See the User's | S support P Y9 |
| P o ’\ to preparcand |8 | by the National Institute of Justice, Office of Justice Programs, U.S.
. . . . ) | of data upload aset /& . . . . .
- N | Figure 1. FROG-kb website with the Main Menu options. ﬁ | of data | Department of Justice and also in part by National Science Foundation
1. Introduction e ’ ? | The first 4 ; : grant BCS-1444279.
° | | columns are -
| | _ R \ sortable by clicking \ The first 4 \ ® RTIl International assisted in the development of the new interface by
Visitor hits 37,821 ; - it + | o tE:acdo;tern columns are | idi foedback dd . includi : | d
. . N sortable by clicking oroviding feedback and documentation, including a user's manual an
Recent updates to FROG-kb have centered on inputting additional data | | esOUrce | " M eder | vipeline, and by promoting and familiarizing the forensic community
o o o o o . . . . - ) *" ] ], 1 " 4 VA i . I
ana websflte tehn hfa ncements to pro.l/ldce)an O;?E mzec(zlj atnd eaill.}; n;wga?d Average hits per visitor 11.39 FROG-kb) lorensic R eference Un Genetics knowledge base Navigatefo Navigateto . chromosome Genotype Unkrown | " with the FROG-kb database through the FTCoE. RTl was awarded the
resource for the forensic community. One of the updates entailed creating | | ALFRED dbSNP ~ position | _DN-RY- :
o rehansive oot mannl that orovides tsers with step-by.ster _ D CD =2 C=ZD 22D _ qooroox | o | 8| sanoz | cr | Oce | O | Owm - _ TCoF (N award 201 |-DIVBA-S64) to provide knowledge franster
Total visitors 3,322 S1001899B rs10488710 11 115,207,176 ® O O O LR - and techno ogy d optlon to the crimina JUStICE and forensic science
. : _ : ! . Welcome to the New FROG-kb | Bl il CG CC GG NN | | .
directions on how to use and search FROG-kb from the different SNP | o o — e el s | ere | @ | oce | @ [ SIS NgNe e, Chmeome Genotype Unknown | communities.
1 1 1 1 1 ' : IS new -KD Interrace nas ail o e previous runctionalities witn su emeniary rererence mailerial an - - re . _
Pa nels. This poster will prOVIde an overview of the new infrastructure | A it d 9 | "space"” for additional documentation that 1.n!.n'ri'll be added over the next few upvpi'aeks. Eegﬁ.nnuuncementg for S1015392U rs10773760 12 130,761,696 ® AG O aAA Oaa ONN ﬁ ﬁ i g:g_::?ﬂ z: zz : :: | B Points of Vi in this d i th fth th dd
to utilize the database for forensic purposes, including a user manualto | VEIagE VBT PELES) ot Expore e nt compaioe. f o Come Scrob any [t o Pve cb3eshons ise e Contae f - — s[5 wwee o | s [ w | e e
assist in the process, as well as discussion of the results of searches and | function to reach us. *If you see something - say something’ ro— 50050 . 59,0100 Ao " = = not necessarily represent the official position or policies of the U.>.
e ' . | FROG-kb seeks to make allele frequency data for SNPs and other genetic polymorphisms more useful in a | SI003963V rs 16891982 5 33,951,693 CG cC GG < INN Department of Justice.
What can be dOne Wlth the data- ' TOtaI unique IPs 939 forensic setting. The primary objective of FROG-kb is to provide a web interface that, from a forensic SI663684H rS1800407 15 28 230 318 cT oo T < NN p
perspective, is useful for teaching and research and can serve as a tool facilitating forensic practice. The Select to - - S

view resulting |ie
|

Set all unselected to unknown and compute

underlying data are housed in the already extensively used and referenced AlLlele FREquency Database
(ALFRED). The FROG-kb interface makes the information usable for forensic purposes, including computational
tools for comparing user-provided data with underlying allele frequencies in populations. These tools are
organized by the methodology followed and the different published SNP/marker panels available.
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More Information

FROG-kb considers three types of SNP panels: Individual Identification (IISNPs), Ancestry Inference (AISNPs),

and Phenotype Inference (PISNPs). IISNP and AISNP panels provide the ability to enter genotypes of an

individual at multiple SNPs and calculate probabilities of that multisite genotype in each of several populations. _

The current PISNP panel is an eye color prediction function that provides relative probabilities of different eye = 3
colors. More information on each SNP panel can be found in Section 4.1 of the User Manual along with - Fotlics Probability of Genotype | 4 o jih 004 Ratio

(Region,Sample Size 2N) in each Population

information on searching each SNP panel within FROG-Kb. R (East Asia, 132)
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